Sequencing of the non-transcribed spacer region of the ribosomal RNA genes of Neurospora crassa Dutta, S.K. and M. Verma Department of Botany, Howard University, Washington, DC 20059. The nontranscribed spacer (NTS) region of the ribosomal RNA (rRNA) genes is the most important region of the rDNA because it contains the nucleotide sequences that trigger and/or terminate transcription. To understand the structural organization of the NTS region of Neurospora crassa rDNA we have cloned and sequenced the complete NTS region and compared it with the corresponding sequences from other organisms.
One 3592 nucleotide long N. crassa nuclear DNA containing the nontranscribed spacer region and part of 26S rRNA (3' end) and 17S (5' end) was isolated and cloned in the plasmid pBR325 (Chambers, C., S.K. Dutta and R.J. Crouch 1986. Gene 44:159). The clone, namely pCC3400, is resistant to ampicillin and tetracycline and sensitive to chloramphenicol.
The complete NTS region of N. crassa rDNA (comprising 3592 nt), determined by the chain termination method of nucleotide sequencing, shows many significant features and a brief account of these features follows:
1. Like other rDNA sequences in the NTS region (e.g. Xenopus, human, rat, mouse etc.) the NTS region of N. crassa is GC rich (65% G+C).
